
 

 
 
 
 
 Figure S1. Median joining network created using long (962 bp) sequences from SWFSC samples. Samples are 
segregated geographically; legend entries are: Asia = Southeast Asia and Guam, ENP = California Current, ETP = 
Eastern Tropical Pacific, HI = Hawai‘i. Red numbers indicate the number of base pair differences between each 
haplotype, black labels indicate haplotype. 
 
 
 
 
 
 
 
 
 
 
 


