Staying close to home: Mitochondrial DNA analysis reveals insular _,
population structure for the pelagic dolphin Steno bredanensis <

G. Renee Albertson1’, Marc Oremus28, Robin W. Baird3, Karen K. Martien®, M. Michael Poole?, Robert L. Brownell Jr.3, Frank Cipriano and” C. Scott Baker2

1 Marine Mammal Institute, Oregon State University, Newport, Oregon; 2 School of Biological Sciences, University of Auckland, Auckland, New Zealand;
i 3 Cascadia Research Collective, Olympia, WA, USA; 4 Mammal Research Program Maharepa, Moorea, Polynésie Francaise QIFAX
5 Southwest Flshenes Science Center La Jolla, CA, USA; 6 Opération Cétacés, Noumea, Nouvelle-Calédonie; 7 San Francisco State University , San Francisco, CA, USA *contact: renee.albertson@oregonstate.edu

Rough-toothed dolphins have a worldwide tropical and subtropical . - Examine phylogenetic structure within and between ocean One shared haplotype exists between island groups
distribution”. Although it has been assumed that pelagic dolphins move widely basins High diversity found in the Hawaiian Islands

due to the lack of apparent barriers in the open-ocean, recent photo-
identification evidence suggests rough-toothed dolphins exhibit fidelity to some Society Islands haplotypes are distant from one
another

oceanic islands?. Opportunities to study these elusive dolphins may be * Investigate mtDNA diversity and maternal gene flow of
greatest around oceanic islands where deep-water populations may be found Steno bredanensis between and within the Hawaiian and
with higher frequency and relatively close to shore simplifying data collection Society islands

and minimizing costs2. Current anthropogenic threats include drive kills, i

known interaction with fisheries and bycatch in pelagic longlines?.

Unrecognized population structure can have serious implications for

conservation, therefore determining the scale of population differentiation is

imperative for proper management 234,
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Unknown strandings High Fg; values within each island group,
illustrating low migration rate between islands
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Sample locations

Step 1: Sample Collection

Step 3: mtDNA sequencing

Step 2: DNA Extraction
e

mIDNA / QR VAV Funding for fieldwork in French Polynesia was provided by New Zealand Marsden Fund. Addmonal funding provided
— by the Ministry of the Environment of French Polynesia and Dolphin and Whale Watch Expedi . A N N
i Step 4: Haplotype Assignment Special p.;nks o Sovost FishresScianco ontran o P:I?’mlc Isnds Rogon Ofico Ifur p:u’;\dmg funing o The Island of Hawaii is genetically differentiated and
ng al N of rench Polynesia anc imoa. National Marine Fisheries . . 3o .ye,
60 bp of the Service, U.S. Navy (N5, Ofice of Naval Research NAVFAC PAC), and Wild Whale Research Foundation provided demographically isolated from Kaua'i/Ni'ihau,
ontrol region : Caoamve, Protos by &R Alberson umess omerwrse need, - 1011 rk was conducted by Gascadia Research suggesting a local and relatively closed community
structure.

x identification

Nuclear DNA / Genetic evidence suggests that rough-toothed dolphins
OO may form stable communities around the islands of
biparental inheritance .
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